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1. Phenotypic Growth Curve Model




1. Phenotypic Growth Curve Model: Matrices

phenLingrow lib08.mx




1. Phenotypic Growth Curve Model: Matrices
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1. Phenotypic Growth Curve Model: Run!

phenLingrow lib08.mx

FIT: Ax2 (5)= 28.78, p<.01
RMSEA = .0364

1.18 POSSIBLE SUBMODELS:
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2. Twin Correlations on the Growth Curve Model

(Co)Variance matrix between
Intercept & Slope:

1. Phenotypic, within twin
co(variances)
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2. Twin Correlations on the Growth Curve Model
MZ DZ

(Co)Variance
matrix between
Intercept & Slope:

2. Cross twin-within
trait:
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2. Twin Correlations on the Growth Curve Model
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(Co)Variance
matrix between
Intercept & Slope:

3. Cross twin-cross
trait:
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2. Twin Correlations on the Growth Curve Model

AN

"
AN

( Agg00,

Agg91, >

Agg95, >

Agg97, >

TWLingrow lib08.mx

v
RUN



2. Twin Correlations: Matrices (for covariance structure)
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2. Twin Correlations: Script & Output
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2. Twin Correlations: Script & Output
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3. Genetic Growth Curve Model
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3. Genetic Growth Curve Model
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3. Genetic Growth Curve Model: Matrices
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3. Genetic Growth Curve Model: Script & Output

In Matrix K: %V, %V %S;

Exercise:

Use the option Multiple to Test for genetic effects on:

-Covariance i-s
-Variance |

-Variance S



3. Genetic Growth Curve Model: Model Fitting Results

MODEL -2LL DF vs ¥?

FULL 73945.473

73945.473 | 13627 | 1 0 1 986

73946.068 | 13628 | 2 095 1 440

73947.284 (13629 | 3 |1.216 1 270




