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Genetic Growth Curve Model
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1. Phenotypic Growth Curve Model



1. Phenotypic Growth Curve Model: Matrices
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1. Phenotypic Growth Curve Model: Matrices
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1. Phenotypic Growth Curve Model: Run!
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FIT: ∆χ2 (5)= 28.78, p<.01

RMSEA = .0364

POSSIBLE SUBMODELS:

1. Sig. Variation on Slope?

2. Sig i-s covariance?

3. Age effect = across 
surveys?

4. Significant change 
across time (αs)?

All significant!

phenLingrow_lib08.mx



2. Twin Correlations on the Growth Curve Model
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(Co)Variance matrix between 
Intercept & Slope:

1. Phenotypic, within twin 
co(variances)



2. Twin Correlations on the Growth Curve Model
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2. Twin Correlations on the Growth Curve Model
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2. Twin Correlations on the Growth Curve Model
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2. Twin Correlations: Matrices (for covariance structure)
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2. Twin Correlations: Script & Output
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2. Twin Correlations: Script & Output

⎥
⎥
⎥
⎥

⎦

⎤

⎢
⎢
⎢
⎢

⎣

⎡

=

sisssMZisMZ

iisMZiiMZ

sis

i

Vrrr
Vrr

Vr
V

M

MZ

Sym

⎥
⎥
⎥
⎥

⎦

⎤

⎢
⎢
⎢
⎢

⎣

⎡

=

sisssDZisDZ

iisDZiiDZ

sis

i

Vrrr
Vrr

Vr
V

S

DZ

Sym

⎥
⎥
⎥
⎥

⎦

⎤

⎢
⎢
⎢
⎢

⎣

⎡

−−
−

−
=

43.28.123.83.
05.1383.21.7

43.28.1
05.13

M
Sym

Sym

COVARIANCES

FOR STARTING VALUES

⎥
⎥
⎥
⎥

⎦

⎤

⎢
⎢
⎢
⎢

⎣

⎡

−−
−

−
=

43.28.121.84.
05.1384.80.6

43.28.1
05.13

S



Agg911 Agg951 Agg971 Agg001

is

Agg912 Agg952 Agg972 Agg002

i
s

Ei Ci Ai
1 1 1

aiciei

Es Cs As
1 1 1

es cs as
eis cis

ais

Ai Ci Ei As Cs Es
1 1 1 1 11

eiciai

eis
cis

ais

as cs es

0.5/1

0.5/1
1

1

3. Genetic Growth Curve Model
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3. Genetic Growth Curve Model



3. Genetic Growth Curve Model: Matrices
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3. Genetic Growth Curve Model: Script & Output

In Matrix K:

354745E

654448C

086A

%Sis%Vs%Vi

Exercise: 

Use the option Multiple to Test for genetic effects on:

-Covariance i-s

-Variance I

-Variance S



3. Genetic Growth Curve Model: Model Fitting Results
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