Study Guide for Exam 2

Statistics
Be able to calculate the mean, variance, standard deviation, and standardized scores (see homework 3).  

I will give you the following formulas, but you need to be able to identify them.

[image: image1.wmf]N

x

x

å

=



[image: image2.wmf]1

)

(

s

2

2

-

å

-

=

N

x

x


s x = 
[image: image3.wmf]x

s

2



[image: image4.wmf]x

s

x

x

z

2

-

=


Be able to calculate the covariance and correlation between two variables.  (See homework 3).  

I will give you the following formulas, but you need to be able to identify them.
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Human Studies
Prepare to interpret the results of various adoption studies (e.g., both the adoptees’ study method and the adoptees’ family method, parent-offspring studies, sibling studies).  (see practice problems next to Lecture 12 on the website).

Be familiar with the methodological issues involved in adoption studies.  Be able to discuss why these issues are potential problems in adoption studies, and how behavior geneticists have dealt with these methodological issues.  

Be familiar with the methods of zygosity determination.

Be familiar with structural equation models (path diagrams) and how to apply them to various types of relative pairs.

Prepare to interpret the results of twin studies (see practice problems next to Lecture 12 on the website).  

Be familiar with the methodological issues involved in twin studies.  Be able to discuss why these issues are potential problems in twin studies, and how behavior geneticists have dealt with these methodological issues.  

Understand the concept of effect size and statistical significance.

Understand what h2, c2, and e2 means.  

Understand the difference between narrow sense heritability and broad sense heritability.

Be able to calculate h2, c2, and e2.  (see practice problems).  You will need to memorize the following table (or understand what contributes the similarity between relative pairs) and formulas.   

	Family members
	Correlation  

	Adoptee-adoptive parent
	c2

	Adoptee-biological parent
	½ h2

	Biological child-biological parent
	½ h2 + c2

	Adoptive siblings
	c2

	Biological siblings
	½ h2 + c2

	MZ twin pairs reared together
	h2 + c2

	DZ twin pairs reared together
	½ h2 + c2

	MZ twin pairs reared apart
	h2

	DZ twin pairs reared apart
	½ h2


h2 + c2 + e2 = 1

h2 = 2(rMZ – rDZ) 

c2 = rMZ – h2 

e2 = 1 – rMZ

Know that for dichotomous variables, concordances can be translated into correlations on the assumption that a continuum of genetic risk underlies the dichotomous diagnosis.

Know what heritability does and does not mean and what it does and does not imply.

Animal Studies
Be able to interpret the results of selection studies and inbred strain studies, including results showing genetic effects, environmental effects, the effect of mothering, and genotype-environment interaction (see the questions we went over in class).  

Know what a diallele design is.

Be familiar with examples of animal models of human behavior or disorder discussed in class (fear and alcohol sensitivity)  

Be familiar with the differences and advantages of animal studies and human studies

_1139832800.unknown

_1139832874.unknown

_1139832899.unknown

_1139832927.unknown

_1139832831.unknown

_1139832776.unknown

