Study Guide Exam 3
Previous material that will be built upon in this exam:

Human studies – different designs, calculating a2, c2 & e2 using results from twin, adoption and family studies (you  need to be able to figure this out with all different types of data not just twins!)
Animal studies – different designs, what they tell us

Interpreting data from pedigrees

New material included in this exam:

Haplotype analysis – work problems, how haplotypes are used

IBD – determining IBD, what IBD means, how IBD is used

Linkage – what it is, how it is done, interpretation of linkage results, expected linkage results, advantages, disadvantages, LOD scores, linkage peaks

Association – what it is, how it is done, interpretation of association results, expected association results, advantages, disadvantages, association study designs (within & between family tests) & characteristics

Ethnic stratification – what it is, how we deal with it, problems it can cause

Know the general findings from important linkage and association studies that we discussed in class.

Co-segregation – what it is, how we use it

Recombination – what it is, how it is useful, what are the expectations

Be able to compare linkage and association, know when each test is more appropriate

Induced mutations

Recombinant inbred strains – what they are, how they are made, why they are useful, interpretation of data/results from studies using inbred strains

Synteny homology – what it means, why it is important, application

Assortative mating – what it is, what are the implications

Single-gene disorders & Chromosomal abnormalities – characteristics, symptoms and causes of each of the disorders discussed in lecture and in Chapter 8 of the text

Cognitive disabilities – characteristics, symptoms and causes of each of the disorders discussed in lecture and in Chapter 8 of the text.
General cognitive ability – what it is, how we measure it, interpretation of data related to studies on cognitive abilities (Chapters 9 & 10)

Psychopathology – know the general findings for each disorder (schizophrenia, mood disorders, anxiety, ADHD, others discussed in text), be able to interpret data from studies

What are the problems associated with finding genes?

